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Curriculum Vitae

Personal
Birthdate/birthplace: January 20, 1978, Houston, Texas.

Position
Assistant Professor, Biochemistry Department and, by courtesy, Physics Department,
Stanford University.

Education

2000-2005 Ph.D., Physics, Stanford University

1999-2000 M.Res., Biocomplexity, Centre for Mathematics and Physics in the Life
Sciences and Experimental Biology, University College London

1998-1999 M.Phil., Physics, Trinity College, Cambridge University

1995—-1998 A.B. summa cum laude, Physics, Harvard University

1993-1995 Oklahoma School of Science and Mathematics

Research Experience

2005—present Postdoctoral research with Dr. David Baker, Howard Hughes Medical
Institute and University of Washington, on de novo prediction of
protein and RNA folds from sequence.

2001-2005 Graduate research with Drs. D. Herschlag and S. Doniach, Stanford
University. Thesis: “Visualizing Forces and Folds of Self-Assembling
RNA Molecules”.

1999-2000 Graduate research with Drs. Z. Yang and . Mallet, University College
London. Thesis: “Theoretical basis of likelihood methods in molecular
phylogenetic inference”.

1998-1999 Graduate research with Dr. R. Saunders, Cambridge University, at
Ryle Telescope, Mullard Radio Astronomy Observatory. Thesis:
“Analysis of Sunyaev-Zel'dovich decrements”.

1995—-1998 Research with Dr. S. Mishra, Harvard University; searches for new
exotic particles and neutrino oscillations, decays, and magnetic
moments at Neutrino Oscillation Magnetic Detector (CERN).

1995 Research with Dr. D. Seidel, Sandia National Laboratories; inertial
beam confinement fusion.

1995 Research with Dr. K. Milton, University of Oklahoma; finite element
lattice formulation of quantum mechanics.

1994 Research with Dr. A. Ram, M.I.T.; tokamak plasma electron streaming.

Honors and Awards

2007 Burroughs-Wellcome Career Award at the Scientific Interface (begins
January 2008)

2006-present  Jane Coffin Childs Foundation Fellowship

2006 Damon Runyon Fellowship (declined due to J.C.C. acceptance)



2000-2005
2000-2003
1998-2000
1996—1998
1995
1995

1994,1995

Talks
2007-8
2008
2008
2008
2008
2008
2007
2007
2005
2005
2005
2003
2003

Abbott Laboratories Stanford Graduate Fellow

National Science Foundation Graduate Fellow (Stanford)

British Marshall Scholar (Cambridge; University College London)
John Harvard Scholar; Goldwater Scholar; Phi Beta Kappa (Harvard)
Scholar: National Merit, Robert C. Byrd Honors, Harvard National.
Gold medal, International Physics Olympiad; second place overall; top
American score

Top 20 placement in US Physics Olympiad and National Chemistry
Olympiad; top 100 placement in US Mathematical Olympiad

RosettaCon

NIH/UCSF workshop, Modeling in Biomedical Research (invited)
Berkeley, Computational Biology (invited)

Harvard, Chemistry (invited)

Stanford, Biochemistry (invited)

CCP4 Study Weekend (invited)

Case Western Reserve University Center for Proteomics (invited)
American Crystallographic Association (selected)

RNA Society (selected)

Biophysical Society (selected)

American Crystallographic Association (invited)

Cornell High Energy Synchrotron Source Users Meeting (invited)
Stanford Synchrotron Radiation Laboratory Users Meeting (invited)

Professional Memberships

2005—present

American Chemical Society

Teaching Experience

2006—2007

2001-2005

2000-2001

1998-1999

Supervisor, Univ. of Washington, for graduate students in protein
structure prediction

Supervisor, Stanford, for graduate students in biophysics, physics, and
biochemistry for RNA folding projects in Herschlag and Doniach labs.
Teaching fellow, Stanford, for Physics 47 (light & heat), and full year of
Advanced Freshman Physics (mechanics, electricity & magnetism,
relativity).

Supervisor, Trinity College, Cambridge University; tutoring second-
year physics undergraduates.

Personal Interests
Classic cinema; food
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