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Spatial Correlation of Lon and PopZ
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Mean = -0.74±0.15
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2nd closest Lon 145±82 nm
CcrM 20±62 nm
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A progeny stalk cell does not have enough time to degrade methyltransferase CcrM 
before chromosome replication. To avoid the detrimental e�ect of premature DNA 
methylation, inherited CcrM is sequestered to the pole opposite to the stalk.

Single-molecule localization microscopy shows the sequestered CcrM sits 
within the PopZ domain, hence does not have access to DNA.

Single-molecule localization microscopy shows that the Lon protease never enters 
the PopZ domain, likely due to its high a�nity to the chromosome.

Cell-pole sequestration of CcrM prevents physical contact with chromosomal DNA
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DNA-facilitated CcrM proteolysis by Lon
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